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TI - The actions of cyclosporin A and FK506 suggest a novel step in the
activation of <SOURCE id=1 subtype=cell-type>T lymphocytes</SOURCE>.
AB - Cyclosporin A and FK506 are immunosuppressive compounds that
have similar inhibitory effects on the expression of several lymphokines
produced by <SOURCE id=1 subtype=cell-type>T lymphocytes</SOURCE>.
Despite their similar effects the drugs bind to two different <SOURCE id=2
subtype=sub-location>cytosolic</SOURCE> protein, (PROTEIN
id=3>cyclophilin{/PROTEIN> and <PROTEIN id=4>FKBP</PROTEIN>
respectively, which raises the possibility that they have different modes of
action.
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